The GRACE score is currently the most widely used model to assess patient prognosis after myocardial infarction (MI). We have demonstrated that the prognostic performance of the GRACE score can be improved by adding blood biomarkers measured routinely at hospital admission in our study recently published in the International Journal of Cardiology: "Addition of routinely measured blood biomarkers significantly improves GRACE risk stratification in patients with myocardial infarction".
analyses that compare the original GRACE-only model with our extended GRACE/biomarker model. 
Specifications table

Subject area
Clinical cardiology More specific subject area Myocardial infarction, acute coronary syndrome Type of data Data is with this article and not in a public repository
Value of the data
Data from our cohort recently published in the related research article shows that the ability of the GRACE score for detecting MI patients at high risk for mortality or MI within 6 months, can be significantly improved by adding several biomarkers measured routinely at admission.
Our large cohort provides insights into current prognosis after treatment for myocardial infarctions.
This data-in-brief shows the differences in clinical characteristics between patients with STelevation myocardial infarction and patients with myocardial infarction without ST-elevation.
The data shows associations for many common biomarkers and clinical outcomes in patients with myocardial infarctions. In addition, corresponding AUCs for each biomarker are provided.
Subgroup analyses demonstrate that biomarkers are incremental to GRACE in all examined subsets of patients.
Data
The data shared is generated from a large prospective dataset containing all consecutive hospitalizations for myocardial infarctions (MI) between 2013 and 2016 from the Northwest Clinics. In this data, we have correlated patient characteristics and biomarker data with clinical outcomes. Here we show the details from our statistical analysis that resulted in an improved prognostic model for MI patients.
- Table 1 : Baseline characteristics of ST-elevation MI (STEMI) patients and non-STEMI patients separately. - Table 2 : Average biomarker values in the entire cohort, in patients in whom the endpoint occurred and in endpoint-free patients. - Table 3 : Associations between patients characteristics, biomarkers and clinical outcome at six months. We also added the corresponding AUCs.
- Fig. 1 Depicts the differences in estimated risk from the GRACE-only model and the GRACE model extended with available biomarker data. -Table 4 : Comparison of the performance of the GRACE-only model and GRACE model extended with available biomarker data. The performance is compared in the entire cohort and in different subgroups of the cohort. Categorical variables for cases and non-cases were compared using chi-square or Fisher's exact test, whichever was appropriate. Differences for continuous variables in the same groups were tested using the student t-test for normally distributed variables and Mann-Whitney test for non-normally distributed variables.
Experimental design, materials and methods
From our prospective hospital dataset, we have retrieved the data on all hospitalizations for MI between 2013 and 2016. From this hospitalization set, we selected all unique patients that were directly sent to the Northwest Clinics for treatment and ensuing admission. Patients referred to our hospital solely for revascularization were thus excluded. In addition, we excluded patients that transferred to other hospitals outside of our region for further (outpatient) treatment before six months of follow-up. For patients that were treated for MI multiple times during 2013 and 2016, the first admission with complete blood profile was chosen as the index admission.
For all patients, we had a complete biomarker profile, consisting of 19 established biomarkers measured upon admission: Troponine I, creatine kinase, C-reactive protein, urea, creatinine, sodium, potassium, ASAT, ALAT, alkaline phosphatase, Gamma-GT, total cholesterol, high-density lipoprotein cholesterol, triglycerides, glucose, low-density lipoprotein cholesterol, leukocytes, hemoglobin and thrombocytes. Moreover, for all patients the admission-GRACE score was calculated. This score is used to calculate the risk of re-MI or all-cause mortality within six month after the index MI [1, 2] .
In total, the data consist of the information of 2055 patients admitted for MI. Of these patients, 977 suffered a STEMI and 1078 a NSTEMI. Table 1 shows the differences in baseline characteristics between STEMI and NSTEMI patients. STEMI patients were on average younger, more often male, smoked more but otherwise had less risk factors than NSTEMI patients. STEMI patients also less often had a history of cardiovascular disease and a much higher GRACE score.
The endpoint occurred in 143 patients during the 6 months follow-up. In Table 2 the differences in average biomarker levels between cases and non-cases are shown. We also calculated, using logistic regression, the odds ratio per unit increase for experiencing the endpoint for all available biomarkers (Table 3 ). In addition, we added the odds ratios for each separate component of the GRACE-score. Finally, using the odds ratios, we calculated AUCs to be able to compare prognostic values of both the clinical characteristics and the biomarker data. An overview of the odds ratios and AUCs are shown in Table 3 . Fig. 1 . Predicted risks. Grey squares are patients without an event in 6 months after hospitalization for MI Black squares are patients with an event in 6 months after hospitalization for MI.
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Finally, we extended the GRACE-score by adding the available biomarkers from our dataset in order to improve its prognostic value [3] . In our new extended model, the following biomarkers were included: urea, sodium, potassium, alkaline phosphatase, LDL cholesterol, glucose, hemoglobin and Creactive protein. The distribution of the predictions for each patient for the GRACE-only model and the extended GRACE model are depicted in Fig. 1 . Table 4 shows the AUCs for the two models in the total cohort as well as in different subgroups of the total cohort.
